Purpose This prospective study evaluated the use of vascular, extracellular and restricted diffusion for cytometry in tumours (VERDICT) MRI to investigate the tissue microstructure in glioma. VERDICT-derived parameters were correlated with both histological features and tumour subtype and were also used to explore the peritumoural region. Methods Fourteen consecutive treatment-naïve patients (43.5 years ± 15.1 years, six males, eight females) with suspected glioma underwent diffusion-weighted imaging including VERDICT modelling. Tumour cell radius and intracellular and combined extracellular/vascular volumes were estimated using a framework based on linearisation and convex optimisation. An experienced neuroradiologist outlined the peritumoural oedema, enhancing tumour and necrosis on T2-weighted imaging and contrast-enhanced T1-weighted imaging. The same regions of interest were applied to the co-registered VERDICT maps to calculate the microstructure parameters. Pathology sections were analysed with semi-automated software to measure cellularity and cell size. Results VERDICT parameters were successfully calculated in all patients. The imaging-derived results showed a larger intracellular volume fraction in high-grade glioma compared to low-grade glioma (0.13 ± 0.07 vs. 0.08 ± 0.02, respectively; p = 0.05) and a trend towards a smaller extracellular/vascular volume fraction (0.88 ± 0.07 vs. 0.92 ± 0.04, respectively; p = 0.10). The conventional apparent diffusion coefficient was higher in low-grade gliomas compared to high-grade gliomas, but this difference was not statistically significant (1.22 ± 0.13 × 10 −3 mm 2 /s vs. 0.98 ± 0.38 × 10 −3 mm 2 /s, respectively; p = 0.18). Conclusion This feasibility study demonstrated that VERDICT MRI can be used to explore the tissue microstructure of glioma using an abbreviated protocol. The VERDICT parameters of tissue structure correlated with those derived on histology. The method shows promise as a potential test for diagnostic stratification and treatment response monitoring in the future. Key Points • VERDICT MRI is an advanced diffusion technique which has been correlated with histopathological findings obtained at surgery from patients with glioma in this study.
• The results were complementary to measurements from conventional diffusion-weighted imaging, and the technique could be performed in a clinically feasible timescale. 
Introduction
Gliomas are primary brain tumours characterised by diffuse infiltration and a poor prognosis [1, 2] . Genetic heterogeneity and phenotypic heterogeneity contribute to both poor therapy response and tumour recurrence [3, 4] . Magnetic resonance imaging (MRI) is the imaging modality of choice but is limited in assessing tumour subtypes and intratumoural heterogeneity [5] [6] [7] [8] . In addition, conventional imaging is ineffective in evaluating the spread of tumour into the peritumoural region which may lead to sub-optimal resection and recurrence [9] . Consequently, new imaging biomarkers are required to improve the assessment of glioma. Several studies have addressed the importance of diffusion-weighted imaging (DWI) and the apparent diffusion coefficient (ADC) in evaluating gliomas but have shown a partial overlap in the measured values between subtypes [10] [11] [12] . The ADC may have a role in differentiating high-grade glioma from metastases and in assessing peritumoural oedema, but it cannot accurately differentiate primary brain tumour subtypes [11] [12] [13] [14] [15] . The vascular, extracellular and restricted diffusion for cytometry in tumours (VERDICT) is a model that infers tissue microstructure from DWI measurements [16] . This model derives multiple compartments (intracellular, intravascular and extracellular-extravascular spaces), has been applied to xenograft models of colorectal cancer and to patient studies of prostate cancer and has recently been shown to be feasible in glioma [16] [17] [18] [19] . Here, we have applied this method to image intratumoural and intertumoural heterogeneity in glioma and validated with histology as part of a prospective study.
Methods and materials

Patient selection
Fourteen consecutive treatment-naïve patients (six men, eight women; age 43.5 years ± 15.1 years) were recruited into this prospective ethically approved study from a neuro-oncology multidisciplinary team meeting or clinic. Subjects were scheduled for stereotactic biopsy or resection and gave written informed consent.
MRI acquisition
MRI examinations were performed using a 3.0-T clinical scanner and a 12-channel head coil (Discovery MR750; GE Healthcare). Imaging included the following: 3D T2-weighted (T2W) imaging (repetition time/echo time (TR/TE) 2500/ 79 ms; 248 slices; slice thickness 1. 
VERDICT acquisition and post-processing
The parameters for DWI and VERDICT modelling are shown in Table 1 , and the spatial resolution was 2 mm isotropic [17] . For each b value, a separate b = 0 image was acquired to compensate for varying T2-weighted imaging. To assess the robustness of the five-b value-abbreviated acquisition, an extended protocol using 40 b values was undertaken in one patient within the limits of the clinical gradient system (G max , 45 mT/m; slew rate, 200 mT/m/s).
The tumours were located on T2W, and then 16 axial DWI slices were acquired over the region of interest (ROI) for VERDICT modelling. The acquisition time for each b value was 66 s, with a total time of 330 s. Tumour cell radius, intracellular (IC) and combined extracellular (EC)/vascular volume were calculated (Matlab 2016b, the MathWorks) using a framework based on linearisation and convex optimisation which provides an acceleration factor of 1500 [20, 21] . Intracellular and extracellular spaces were modelled separately, and therefore, the sum of both compartments was only approximately 100%. Parameter maps were registered to post-contrast 3D T1W and 3D T2W sequences (SPM12, UCL).
MRI analysis
A neuroradiologist with 6 years of experience in neuroimaging outlined ROIs on axial T2W and axial 3D T1W post-contrast sequences using OsiriX (V.8.5.2, Pixmeo SARL). To assess the reproducibility of the ROI definition, a second observer with 3 years of experience in neuro-imaging, blind to the clinical data, performed a second analysis using the same software. ROIs were drawn around the entire lesion including the surrounding oedema using a combined evaluation of T1W and T2W imaging. The 3D T1W post-contrast images were used to better define the enhancing tissue and the necrosis (if present) whilst the T2W images were used to better highlight the oedema boundaries. ADC and VERDICT maps were co-registered to the anatomical imaging to calculate the microstructural parameters.
Pathological analysis
Histopathology was used to determine the tumour grade and type using the WHO 2016 classification [1] . A neuropathologist with 7 years of experience evaluated tumour photomicrographs from a × 600 FOV and a fixed matrix of 184 μm × 138 μm to assess cellularity and cell size using semiautomated software (Image-Pro Insight). Average tumour cell size was assessed by measuring the short and long axes of 20 cancer cells in each FOV. To determine if shrinkage postfixation affected these measurements, red blood cell size was compared between a blood smear and a stained section in the same patient [22, 23] .
Statistical analysis
Statistical analysis was performed using a mathematical analytical software program (Matlab Statistics and Machine Learning Toolbox, Matlab 2017a, MathWorks). The Kolmogorov-Smirnov test was used to test for normality of data. Comparisons between pathological analysis and VERDICT parameters were performed using the Wilcoxon rank-sum test. The same non-parametric statistical test was used to assess the difference in cell size and density and to compare the results obtained by the two observers. A statistical significance of a p value ≤ 0.05 was used. The Dice similarity coefficient (DSC) was used to assess the reproducibility of the segmentation performed by the two observers [24] ; a coefficient > 0.70 indicates a good overlap between the ROIs [25, 26] .
Results
The demographics and tumour characteristics are shown in Table 2 . VERDICT fitting was successfully performed for all patients. The time window between imaging and surgery was 17.5 ± 12.3 (median ± SD; range 4-46) days in patients with low-grade glioma (LGG) and 5.2 ± 6.4 (1-17) days in patients with high-grade glioma (HGG). The following patients were included: seven with LGG (four diffuse, isocitrate dehydrogenase 1 (IDH1) R132H mutant astrocytomas; three IDH1 R132H mutant, 1p19q co-deleted oligodendrogliomas) and seven with HGG (six IDH wild-type glioblastomas; one IDH wild-type astrocytoma).
Histopathological analysis
The histopathological measure of cell radius (Fig. 1) was not significantly different in HGG compared to LGG (5.7 ± 1.4 μm (range 4.5-8.1) vs. 4.6 ± 1.6 μm (3.1-8.1), respectively (p = 0.16)). The red blood cell size was 5.5 ± 0.7 μm (range 4.4-6.9) on fixed sections and 7.6 ± 0.6 μm (6.6-8) on the cell smear (p < 0.001), demonstrating a reduction in size following fixation. The following are the parameters used for the shortened protocol: Δ is the time separation between the gradient pulses, ∂ is the duration of the pulses and |G| is the combined gradient strength of the diffusion encoding
There was a trend towards a higher histological cell density in HGG compared to LGG (104 ± 43 cells/FOV (range 67-170) vs. 51 ± 66.4 cells/FOV (35-210), respectively); the difference was not significant (p = 0.21).
VERDICT analysis
VERDICT parametric maps for LGG and HGG are shown in Fig. 2 . The calculated cell radius was similar in both groups (6.8 ± 2.3 μm for HGG (range 4.3-11) and 6.7 ± 1.2 μm for LGG (4.8-7.8); Fig. 1 ). There were no significant differences between VERDICT radius measurements and those from pathological sections for either LGG (p = 0. The results of the analysis performed by the second observer are shown in Table 3 .
Reproducibility analysis
Discussion
VERDICT is an advanced diffusion method which has previously been applied to pre-clinical models of cancer showing microstructural differences between tumours and a decrease in cell volume following chemotherapy [16] . The method has also been shown to differentiate benign prostate tissue from tumour in patients [17] . In this study, we have compared VERDICT to histopathological findings at surgery and correlated with tumour grade. Non-invasive grading of glioma is a major challenge for conventional MRI, and biopsied tissue is limited by sampling error as the tumour is very heterogeneous [9] . Conventional ADC has a sensitivity and specificity for differentiating high-and low-grade tumours of only 85% and 80%, respectively, and there is a large overlap in ADC between grades [27] . Therefore, additional imaging methods The monoclonal antibody MIB-1 was used to determine the Ki-67 labelling index as a marker of proliferation. Continuous values are expressed as mean ± SD with range in parentheses a Mutations involving isocitrate dehydrogenase 1 Fig. 1 a Box and whisker plot illustrating the cell radius as measured by VERDICT MRI and pathology for low-grade glioma (LGG) and highgrade glioma (HGG). b H&E staining from a low-grade glioma shown in Fig. 2 . c H&E staining from a high-grade glioma also shown in Fig. 2 are required to accurately differentiate tumour subtypes and to demonstrate tumour heterogeneity [12] . VERDICT parameters showed a higher intracellular volume fraction in HGG compared to LGG and a trend towards a smaller extracellular/vascular volume fraction. As IC and EC volume fractions are independently derived, their complementarity demonstrates intramodel consistency. Moreover, these results were validated with the histological findings where there was a higher cell density in HGGs compared to LGGs. Importantly, although the conventional ADC was higher in LGG compared to HGG, this was not statistically significant. Therefore, VERDICT could provide important additional information which is complementary to conventional DWI.
VERDICT-derived maps showed a higher degree of heterogeneity compared to the corresponding ADC maps. This phenomenon was particularly evident in HGG (Fig. 4) where regional differences in the VERDICT maps were not visible on ADC. The areas of high IC volume largely corresponded to the independently derived areas of low EC volume, which again provides evidence that the model is internally consistent. Future studies can validate this heterogeneity using multiregional biopsies, and the technique could be used as a tool to assess changes in this heterogeneity with treatment as well as a method to assess the resection cavity following surgery [16] .
The range of cell size was larger for HGG compared to LGG on both VERDICT and histopathology in keeping with the more heterogeneous nature of the higher-grade tumours. The slight reduction in cell size measurements on histopathology compared to the in vivo measurements may be accounted for by shrinkage following fixation [22, 23] . Despite the correlation between overall cell size on imaging and histology, the patient-by-patient validation against pathology demonstrated no statistically significant difference which may be accounted for by sampling error, given that only a small proportion of the tumour was biopsied and this may not represent the whole tumour [16] .
Rapid acquisition and data analysis are necessary for clinical translation of the method, and the abbreviated VERDICT MRI protocol proposed by Panagiotaki et al [28] was performed here in 5.5 min, representing a reduction of 45 min compared to the extended protocol. In addition, the data fitting was combined with a post-processing algorithm based on linearisation and convex optimisation which reduced the computing by more than 1500-fold to allow the analysis to be made available within a clinically applicable timescale (25.5 min ± 5.3 min) for acquisition and post-processing [20, 21] .
The primary objective of the work was to assess the feasibility of using VERDICT MRI to investigate the tissue microstructure in glioma in a clinical setting. The limitations of the study include a small sample size which may have reduced the statistical power of the study. Also, the original VERDICT model is designed to compute the intracellular, intravascular and extracellular-extravascular spaces in an animal model of prostate cancer at a pre-clinical field strength of 9.4 T which has significantly higher diffusion gradient capabilities of 300 mT/m. The computational modelling can become unstable with the noise and time constraints experienced at clinical field strength which can compromise the computational fit of the intravascular compartment [17] . The correlation between histology and imaging is also challenging as 2-mm-thick imaging slices were compared to 4-μm pathological slides which could introduce sampling errors, particularly given the heterogeneous nature of glioma. Future larger studies are needed to more fully validate the technique against histopathology and to explore its potential applications as a routine clinical tool. Obs observer
The comparison between the VERDICT parameters derived by the analysis performed by the two observers.
Values are expressed as median ± SD
In conclusion, VERDICT MRI could be a promising technique to assess the tissue microenvironment within glioma using a clinically applicable protocol. The derived parameters demonstrated larger cells and a trend towards a smaller extracellular space in high-grade tumours compared to low-grade tumours. This approach may provide additional information compared to conventional diffusion-weighted imaging.
